Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.007 Å; R factor = 0.043; wR factor = 0.099; data-to-parameter ratio = 6.6.
In the title compound, C 21 H 21 N 3 O 5 ÁCH 4 O, the quinoline plane and the benzene ring form a dihedral angle of 3.6 (2) . The methanol solvent molecule is linked with the acetohydrazide molecule via O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds. In the crystal structure, weak intermolecular C-HÁ Á ÁO hydrogen bonds help to consolidate the crystal packing, which also exhibits -interactions, as indicated by short distances of 3.739 (4) Å between the centroids of the aromatic rings. 
Related literature

Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). (Park et al., 2006; Karmakar et al., 2007) . In our search for new extractants of metal ions and biologically active materials, the title compound, (I), has been synthesized. We report here its crystal structure.
All bond lengths and angles are normal and comparable to those observed in the related compound (E)-N'-(2,5-dimethoxybenzylidene)-2-(8-quinolyloxy)acetohydrazide methanol solvate (Wang et al., 2009 ). The molecule is nearly planar, with a dihedral angle of the benzene ring and the quinoline ring of 3.6 (2)°. The methanol solvent molecule forms an O-H···N hydrogen bond to the quinoline ring system and accepts an N-H···O hydrogen bond from the hydrazide NH group. In the crystal structure, weak intermolecular C-H···O hydrogen bonds (Table 1) help to consolidate the crystal packing.
Experimental 3,4,5-Trimethoxybenzaldehyde (0.1 mmol, 19.6 mg) and 2-(quinolin-8-yloxy) acetohydrazide (21.8 mg, 0.1 mmol), were dissolved in methanol (20 ml). The mixture was stirred at room temperature to give a clear colorless solution. Crystals of the title compound were formed by gradual evaporation of the solvent over a period of six days at room temperature.
Refinement
All H atoms were initially located in a difference Fourier map, then placed in idealized positions (C-H 0.93-0.97 Å, O-H 0.82-0.85 Å, N-H 0.86 Å) and refined as riding, with U iso (H) = 1.2U eq (C, N) and 1.5U eq (O). In the absence of atoms heavier than Si, the absolute structure can not be reliably determined, so 1784 Friedel pairs were averaged before the final refinement.
Figures Fig. 1 . The molecular structure of (I), with displacement ellipsoids drawn at the 30% probability level. Dashed lines indicate hydrogen bonds. 
